
• Create, analyse and annotate alignments for publication
• Visualize protein and nucleotide annotation and 
molecular structure 

• Predict secondary structure, disordered regions and 
functional sites in proteins

• Set up your own virtual bioinformatics analysis server
• Add Jalview to your website
• Extend Jalview for your own needs

Jalview is a workbench for creating and analysing 
sequence alignments that works with proteins, 
DNA, and RNA, and can visualise phylogenies, 
3D structures, and annotation on the alignment.

London 2014
Jalview Workshop

University College London
15th December 2014
£15 students/£25 non-students
(lunch and refreshments included)

In this workshop, learn how to:

supported by

Registration closes: 1st December 2014

For more information 
and registration go to
http://j.mp/JVLondon2014 


